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Department of Biochemistry and Bioinformatics
The department was established in 2001 and is offering M.Sc, M.Phil and Ph.D
programs in Biochemistry and Bioinformatics, B.Sc. With BC, BI, MB, Chem
combination. The department is devoted to holistic nurturing of the students to achieve
academic heights. A significant number of alumni are pursuing higher degrees in
advanced research labs both in India and abroad.
Faculty are actively involved in cancer research in the areas pertaining to RNAi
technology, Immunology, Genetic Engineering, Clinical biochemistry, Structural
bioinformatics, Drug designing, Stem cell biology and Neurobiology. Faculty and
students have published more than 300 research papers in various National and
International journals of repute. The department is funded with, around 3.0 crores
worth projects from DST, DBT, UGC,CSIR, ICMR and DRDO and also supported by
DST-FIST for infrastructure development.
Instrumentation has often been cited as the pacing factor of research. Cutting-edge
instruments enable new discoveries and help to make the production of knowledge
more efficient. Many newly developed instruments are important because they enable
us to explore phenomena with more precision, speed and provides a technological
platform to answer the hardest, unanswered questions in science, opens up
opportunities to discover new sources of energy, cures for diseases, etc.
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FPLC
Fast protein liquid chromatography
(FPLC) is a form of high-performance
chromatography that takes advantage of high
resolution made possible by small-diameter
stationary phases. It was originally developed
for proteins and features high loading
capacity, biocompatible aqueous buffer
systems, fast flow rates, and availability of
stationary phases in most common
chromatography modes (e.g., ion exchange,
gel filtration, reversed phase, and affinity).
The system makes reproducible separation
possible by incorporating a high level of
automation including autosamplers, gradient
program control, and peak collection. In
addition to proteins, the method is applicable
to other kinds of biological samples including
oligonucleotides and plasmids. It is a fast and
simple system for separation of proteins in
various body fluids, particularly plasma, urine
and cerebrospinal fluid.

Automated 2D-Gel Electrophoresis
2D-PAGE has been recognized as one of the
most powerful proteomics modalities. In 2DPAGE, intact proteins are separated in a gel
matrix according to their isoelectric points and
molecular weights, which are all unique to
individual proteins. Depending on the
separation area, hundreds to thousands of
proteins can be observed as individual spots in a
single gel image.
As a wide spectrum of crude protein samples
can be subjected to 2D-PAGE without prior
sample purification, 2D-PAGE is applicable to
various research fields and can separate intact
proteins. Hence, 2D-PAGE is used as a prefractionation method for mass spectrometry and
activity-based proteomics. Proteomic data might
be informative and indicate differential protein
expression under malignant conditions. This
may lead to identification of biomarker
candidates based on their function within
regulatory networks.

